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Dynamic range
Detected molecule range
Minimum sample volume measured
Samples per run
Temperature control
Fluorescent channels

Dimensions

Weight

5 0 5 0 15 20
Time (seconds)
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8104

1 10 100 1000
Ligand (nM)

10 minutes or less (spectral shift + MST)

nM to mM

10'-107 Daltons

10 uL

Upto24

20-40 °C +/- 0.5°C (actively controlled)

1 (RED)

36cm W x 40 cm H x 58cm D (71cm D with drawer open)
27kg
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Biophysical modalities
Format
Affinity range
Data points per run
Run time for 384 data points
Time it takes to get a
K412-point dilution series
Sample volume/well
Molecular weight range
Temperature control
Dimensions
Weight
Automation

Compounds tested in 24 h
(single dose, in duplicate, plate feeder)

Kgs measured in 24 h
(12-point dilution series, plate feeder)
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Ligand concentration (M)

Spectral Shift and TRIC
384-well plate (barcoded and sealable)
pM to mM

Up to 384

33 minutes (Spectral Shift)
79 minutes (Spectral Shift + TRIC)

60 seconds (Spectral Shift)
132 seconds (Spectral Shift + TRIC)

20uL

10'-10'Da

20-25°C +/-0.5°C (actively controlled)
61cm W x42cm Hx 57cm D

70kg

Able to integrate with liquid handlers and robotics

7400

1350
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Sample handling format Capillaries or capillary chip
Throughput in one run Up to 48 capillaries or 24 in capillary chip
Sample volume 10uL
Temperature range 15-95°C
Heating rate range 0.1-7°C/min
Precision of 1°C/min thermal ramp £0.1°C
Dimensions 35cm W x 51em H x 52cm D
Weight 3bkg
nanoDSF

Ratio : Tonset, Tm, Es, reversibility of unfolding
Measurement parameters 330nm, 350nm : Tm

Excitation : 280nm

Concentration range 5ug/mL - 250mg/mL
Inflection point precision @ 75°C +0.1°C
Ratio precision/reproducibility 0.008
DLS
Measurement parameters Tscattering, Tsize, 4, PDI, ko
Laser wavelength 405nm £ 5nm
Concentration range 0.5 mg/mL for a 15 kDa protein, up to 40% w/v
Size resolution Down to 0.5nm - 2um
SLS

Molecular Welght, BZZ, Tscattering,

Measurement parameters . .
average scattering intensity

Measurement accuracy < 10% molecular weight
Backreflection
Measurement parameters Tturbicity

Size resolution Larger than 12.5nm radius
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Sample volume 10 uL

Sample handling format Individual Capillaries Capillary Chip
Samples analysed per run Up to 48 in single capillarie 24 in capillary chip
Temperature range 15-95°C

Heating rate range 0.1 -7.0°C/min

Time per experiment
(48 samples measured from 20-95 °C <11 minutes
at 7.0 °C/min heating rate)

RED Spectral Shift

Fluorescent channel (650 nm and 670 nm)

AN.Control Software

. . . Included
Design, set up, and run experiments with ease

AN.Stability Analysis Software
Perform advanced data analysis across runs, Included
merge replicates, and get instant statistics

Dimensions 35ecmWx51ecm Hxb52cecm D

Weight 30 kg
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